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Integrated gene-free potato genome editing using transient transcription activator-like effector nucleases
and regeneration-promoting gene expression by Agrobacterium infection.
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Molecular cloning and characterization of UGT72 subfamily
glycosyltransferases from Senna alexandrina
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Functional analysis of GmBAS homologs involved in soyasaponin biosynthesis
in genome-edited soybeans
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Production of genome-edited plants targeting TFL7 (TERMINAL FLOWER 1)
homologous gene in Tricyrtishirta
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High sugar and high GABA Tomato variety creation by genome editing
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Development of an atlas of stress responsive genes in Arabidopsis thaliana
using meta-analysis
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Hormone-free adventitious shoot and somatic embryo induction and plant
regeneration using modified transcription factors
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Attempts to develop standardized culture medium for cellular foods produced
by plant cellular agriculture
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Characterization of chalcone transporter in the tonoplast of Antirrhinum majus | =31 — ~ ZILDA / RX—=2 3> FEEA IR DS Development of the Plant Cellular Differentiation Control System by DR
—BEE SRR EMNK-BEEIF) Innovations in Smart Agriculture and Carbon Neutrality Using Solar-Induced Construction of the enhanced cholesterol production strain for high vitamin D3 | Genes Expression

Chlorophyll Fluorescence Imaging yield in Marchantia polymorpha AL ¥R, Bk AN, Berbudi Bintang Pratama’, FF/I| 8F123
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Analysis of ATP-binding cassette protein LePDR1 related to shikonin yosxvy Biochemical studies on biosynthesis and metabolism of fairy chemicals Evaluation of the Differentiation Responses Influenced by the Developmental
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BR Identification of a new fluorescent compound that stains nuclei in living plant Relationship between SAM and SAH analogs derived from fairy chemicals and | Attempt of Haploid Production by Expressing Developmental Regulator Gene
Screening of cytochrome P450s involved in the bisbibenzyl biosynthesis in cells methylation mechanisms in the Pollen Vegetative Cells
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Flavone-7-0O-glucuronosyltransferases in Marchantia polymorpha FTIT A YT IRHE Functional Modification of Steviol Glycosyltransferase UGT91D2 in Stevia Regulation of cell wall-cuticle continuum formation by the MIXTA-like
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Molecular evolution of glucuronosyltransferases in Marchantia polymorpha (CID) in the plant FHar Regulatory mechanism of self-incompatibility in Onoena
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Tradescantia pallida Development of in planta genome editing method by transient expression of Analysis of the anti-insect function of class V chitinase in Ficus carica latex and | ¥EHH
WHE FE', FH @EX'2 (EBFCSRS, AKX REMES) genome editing enzymes in tomato its homologues Production of Haploids, Diploid Hybrids and Tetraploid Hybrids by Interspecific
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FTYARDT IRy C-EREFESRICE 5Bk (DNA DRIE &
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Identification and functional analysis of the enzymes involved in C-
glycosylflavone biosynthesis in Caryophyllaceae

WH . RE #X AL 858 (BEKRZ-£YER

3A-14
7Ry C-REEOESRICHER 22— ROFY TSN/ C
— B kEREGTORE

Identification of 2-hydroxyflavanone C-glucoside dehydratase gene for
biosynthesis of flavone C-glucoside
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Identification of genes contributing to low-oxalate-content in spinach
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3B-13
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Omics analyses of null segregants obtained from the RADM transgenic plants
HZAEERL, AR BR P, BREER (FEXRE= &R
R-FRER, TEXRER)
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Evaluation of temperature response in atmospheric pressure plasma jet for
plant engineering uses

EHEER, RERE, AHE KRS, W BEic, $8 2% (R
TR REH, TEXR-RREZ, SEHICSRS)
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The impact of plasma irradiation on the growth of Sorghum bicolor
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Rice diterpenoid phytoalexins enhance resistance to lepidopteran herbivores
MR, BR RS2 BiEE 2 KRR, MEEF—2 K E
B (RS- AV, SRR ASGERER, 3FKKF - T-PIRC)
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Isolation and structural determination of a novel solanoeclepin

L B2, IR R, BK Bt BHE EES /F £ EX
F8, KA IER' (MPEX-BEE 2ZRICSRS, EiHE LA,
el N )
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Investigation of production conditions of solanoeclepins in tomato
hydroponic solution

EF AR, L EK'?, BHBE3 A% =R 2X =8
K& R (HEX-BERY, 22 -CSRS, SRIFHEE-JLEM, b
K- BeE)
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Jomon period taro deciphered from the genome information of wild taro
AE ST GFE, FEER NEER, REERS (FHE
R-BER2, 2ELEYRMTR, X RER)
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Production of Organic Fertilizer from Waste Sludge of Rubber
Processing Plants at Dong Nai Rubber Corporation, Vietnam

Thanh Tran, Thi Thu Pham, Xuan Duy Pham, Minh Tan Nguyen, Thi
Huong Ly Doan, Thi Hanh Hoang, Van Phuc Tra, Minh Tuan Do (Dong
Nai Rubber Corporation)
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