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September 4 (Thu)

Centennial Hall
Rokko Hall

15:00

18:00

Board of Delegates’ Meeting
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September 5 (Fri)

Room B (B101)
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1F

Centennial Hall
1F, 2F

Room A (C101)

September 6 (Sat)

930 1215 18:00
General oral presentation 3 al |Poster short oral
TAa1~11 presentation (1) presentation (2) | presentation(3)
9:30 12:15
General oral presentation
1Ba1~11
930 12:15
General oral presentation
1Ca1~11
9:30 12:15
General oral presentation
1Da1~11
9:30 Symposium 1 12:15 1400  15:00 16:30 18:00
Advancgs in the Functional Analysis of Plant Specialized Roster short orgl Roster short orgl | Poster short oral
Metabolites: From Single-Cell to Field Scale presentation (4) presentation (5) | presentation (6)
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Room C (B204)

Room D (B401)
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General oral presentation
2Aa1~13
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General oral presentation
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9:00 Symposium 2 11:40
The New Frontier of Plant Biotechnology
Unlocked by Artificial Intelligence
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JSPB General meeting/
Awads Ceremony/Award Lectures
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September 7 (Sun)
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9:00 Symposium 3 11:50
Engineering Biology: Paving the Way
to a CO, Resource Industry
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Public Symposium
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We want to enjoy plenty of delicious food!

—Crop breeding for a sustainab

le future—
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Advances in the Functional Analysis of Plant Specialized Metabolites: From Single-Cell to Field Scale
A—HFA¥— 21U BN (FTEKRD), &7 RN (REKRP)

985H (£) 481 930-12:15
HEDS

YD EHET SHRAZRREYIE, RREEPHENE OIS 2= —> a3 VB ERCTAEINS.
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The New Frontier of Plant Biotechnology Unlocked by Artificial Intelligence
A—HF1¥— BE BE (REFULKRF), EB B (BEILKRP)

986H () 48T 9:00-11:40
BHEDS
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2K 2/l (Bio“Pack”athon)
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Engineering Biology: Paving the Way to a CO, Resource Industry
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11:15 3RaS6 Developmental engineering meets cellular agriculture with plant synthetic biology

Naomi Nakayama (Okinawa Institute of Science and Technology (OIST) Graduate
University, Imperial College London)
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#£1HB 9HA5H (&) 9:30~12:15
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9:30 | 1Aa1l 1Ba1 1Ca1 1Da1 9:30
A RXDBRRZIGEICE T2 NIGT1 IEHIFHIRF D& E] D fZR Raspberry Pi Z AW B Z T ERED I A LS TABE I AT I A RICH TS SpCas9-NG & ALz paired prime editing ICR T2 | Vv IV INAAF—H V-V XF LORKEZDER
Functional analysis of OsNIGT1 transcriptipnal repressor in rice nitrogen DI PAM D IEHF % Development of a bio-nursery system for Paeonia lactiflora and its application
deficiency responses Development of a time-lapse Imaging system for Marchantia polymorpha PAM preference using paired prime editing with SpCas9-NG in rice WA fOZY, &2 &3, GuEF fERR, AR B2, B =34 KHE#

He XE GEXR-BRER-T7I/TVY) thallus using Raspberry Pi BHEF, REER, ZBET, LB (2HHE £ | — SHEISES LK IARS, VWA HDF6, EM ER (ExRfes
B R, EHR ME R RREHA-/NAA) HERTHAAREW, SRAKE BFH) MEiEL, *EBILRERT, RREBEMRRR . ‘FRELEK
EREER, Y LT, SEILRIEW

9:45 | 1Aa2 1Ba2 1Ca2 1Da2 9:45
EYID C/N R b L REEICH VT 20 IR EE O HIEHEHE O f#AT AVD LTV AR—=F— AtHAKS OFEHRID Y O+ X FXFTD T/ DRERAMN TiD-X I & 2HEYIDF#E CRISPR activation Y —JL | Streptomycin THEBIZFEBW Y O4 X F X FRBELPEZTT D
Analysis of the regulatory mechanisms of the secretory pathway in C/N stress | @FEIFIRIZELY T AMMEETHEEEZB LS E3 B T BRI AER
response of plants Overexpressing an activated form of potassium transporter AtHAKS enhance Development of the novel CRISPR activation tool using TiD-X in plants Applying Streptomycin resistance genes to selection of transgenic Arabidopsis
EEE B, M EE2 STH BIER EK SEI3, SR $EF3, {EEE | low potassium and salinity tolerance in transgenic Arabidopsis BEEEE WA S BE. FME B2 FIEE #se2, FIEE 4 | thaliana and Marchantia polymorpha
EfE (dbR-Bidkd, 2dtk-B vk -fRE) B2 AT, EEBEE RAEE AN ZHE-— GRRIB BF (ERRESEAAHET, YAk HoFEEET) =AREE HH B, LEXK, BRER, IWER, &E

RGEEY) FE (BEX-R, RALK &R
BRYEEE

10:.00 |1Aa3 1Ba3 1Ca3 1Da3 10:00
Y OA XF X HREBERRICH T AR Enhancing salt tolerance in Arabidopsis thaliana by overexpressing a BEME TID(TID-X) Z AW eEMEA X7/ LMRERM ORI CoOVERRIZICLD TR XYV FUAE
Features of photosynthetic function of the photoautotrophically cultured green | vacuolar Na*/H* antiporter NHX2 from a halophyte, Sporobolus Development of efficient genome editing using TiD-X in rice genes Production of astaxanthin by chloroplast genetic engineering in liverwort
cells of Arabidopsis N virginicus EARFAN BT thE2 A M2, IO 2P, OH B2 AR I8 2R Al /B2 k& EBRd R EaFL LB (A
e RS, MHEE (KIRAIA-BES) Roksana Aftab, Hiromi Suzuki, Yuichi Tada (Grad Sch of Bionics, Tokyo B2, M HET (ERMPA-AGET BEA AZRAS |JIBA-SRF 2HEA-RES WMEARES T8k REY

Univ of Technol) FEXIBET) ET)

10:15 | 1Aa4 1Ba4 1Ca4 1Da4 10:15
VOARXF XS OEFICHITERAT ¢~ TREEHEE OB | EYRERDEYNORRICS X 2E EEY / LRERM TID-X &S EREEGRRMzHlAGh el | ShEEEEES Y /7A07 Y RCE T 2RY U VERERERH
Function differently of glycosylated sphingolipids in Arabidopsis thaliana seeds | The influence of vegetable oil pollution on plant growth YEBEBERDOEE EENEUVEZEY /AMREICEZ NI 7YV ) EO0—-ILERED
AR ZED, & B, Al F8 (EFER-REL) BAREE, FEAMZ? (KRELXFKR-HERBER KEELFK- Evaluation of gene-editing efficiency in commercial cultivars using a modified | 2{Z

INDES-3°¢|9) Type I-D CRISPR-Cas (TiD-X) Engineering triacylglycerol accumulation by double genome editing targeting

ER BE!, BEAEY, LA A, EEE RF2 AT 82 F1E & | polyphosphate and lipid metabolism in the oleaginous microalga

B, NE B R EES MESHETY S HES Bl e | Nonnochloropsis oceanica

=1 () hx - BIBEEXIESY, SRRASA-AREIYRE o BB AXT, SH T REMBD, EZ— TIBXE, #iH

SRR - REREE T SRR E—BS, @R BHES WA =13 KHER BEH (REX
FEitadEdm, 277 NVEYR-FO/OY—-X, 3EEBKR-T/ L
w1 /R=Yarveyy— ‘WRBEZR-EHEBEIR YVY-
BAtatir)

10:30 | 1Aa5 1Ba5 1Ca5 1Da5 10:30
A7« v IEEDENLZ © D NPC DD FRETEN BEIZIREFRCEFZO0F Y FUABBHICES T 5 TEYIHBAZIC & F D CRISPR-Cas3 @ RNP ZFAWVe s/ LMREDIREE |+ INAAZ Y MY v+ v EABRBERORE & ERERIT
Phylogenetic analysis of NPCs exhibiting sphingolipid-degrading activity SZAREOER Genome editing using CRISPR-Cas3 RNP in plant cells Identification and Functional Analysis of the Genes Related to Galactomannan-

)l #F1X, )& B, Al HFE FEX-REI) Estimation of photoreceptors involved in the regulation of loroxanthin M KR, JRAT, HongpuWang', EEEEB, HE —A2 (12 | biosynthesis from Carob, Ceratonia silique
biosynthesis in Chlamydomonas reinhardtii WS - R, 2Bk - ERIA) HE#="2 BEE2. =5 552 MOZ AR (ERK-BE
B ER, THEE (KRAK-REZ-E9EE) ¥ EEX-RBEZE SHELHGER)

10:45 | 1Aa6 1Ba6 1Ca6 1Da6 10:45
YOA X+ ZXFICAET % GIPC TRRARY /S—t CEMED R Subclass Il SnRK2s are involved in stomatal regulation and abiotic BERIKT / LER A-to-G BIREERDENES & CIEREM DM DA | Bioproduction of Glycyrrhizin using the Tsukuba System in Tobacco
Characterization of endogenous GIPC phospholipase C activity in Arabidopsis | stress tolerance in poplar Trials to enhance the activity and precision of chloroplast-genome-targeted A- | Leaves
FIE &, )& Bic, Al 6 (FEX-RED) Borislav Horvat', Yuhei Shikakura', Taichi Oguchi3 ('Life and Earth to-G base editors B . . Muchammad Fanani', Kenji Miura?, Hikaru Seki'3 ('Dept. Biotechnol.,

Sci., Univ. Tsukuba, 2Inst. Life Env. Sci., Univ. Tsukuba, 3T-PIRC, Univ. FE—E BNXT BHET RMEE ANE—- RK-BELE) | Grad. Sch. Eng, Univ. Osaka, 2T-PIRC, Univ. Tsukuba, 3OTRI, Univ.
Tsukuba) Osaka)
11:00 | 1Aa7 1Ba7 1Ca7 1Da7 11:00

A4 X+ X7} CCR4 family D CCRAE & CCRAF (FZ ROV RUF
JATED NADP phosphatase T %

Arabidopsis CCR4E and CCR4F function as mitochondria-localized NADP
phosphatases

BAEX, BE22 AlIEH, JlIlg&aki (BEX-REL °F
#HEAR- /A A)

MY SIEY DR REKEEZ L RCHT ZI6E

Responses of tomato seedlings to a combination of salt stress and waterlogging
$HAR B2, Taufika Anee>? (' EBKRY BT, 2Graduate
School of Science and Technology, Sophia University, 3Department
of Agronomy, Faculty of Agriculture, Sher-e-Bangla Agricultural
University)

RTFREHA—RYF/ Fa—TZHBLELI NIV RUTAD
MENRBEFEEE

Peptide-modified single-walled carbon nanotubes for enhanced gene delivery
in plant mitochondria

NHE B2, 7 BF? Simon Law?, JBH £7"? ('mRK BT
5, 2EBRf-CSRS)

B CIERRSIRAEEE Synechococcus elongatus PCC 7942 DS R 1%
HYBEEEICREIRE

Effects of cellular self-shading on photosynthetic metabolism and
bioproduction in cyanobacteria Synechococcus elongatus PCC 7942

DOBE 8—T, HA SEth2, R R MHE B3R IR BT KM
BERB3, M SABHY, EBE RS, EB WA ('BILEKXK-I, 244
FR-Flm/INA AL, SHERHIIK-E, AR ABRERE,
SEEARBE-RHEA /R, SNV AR NNAAA S/ R=Y 3> (8))
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11:15 | 1Aa8 1Ba8 1Ca8 1Da8 11:15
SHISEAEMIRRET Y /7007 Y AOMEABEN RS NAD | 2 O4 X+ XFBERST Lch-0 [ SALT BIZFOXRIBIC & DR HILHEREYIEE T D Hypomorphic Mutant Z1EH S 27z DBAE T | HHERBOKYT / LEFENE T 2EHENT ¥ — DK
kinase D f&E#T ZESLI RN/ LRSS Development of high expression vector targeting the nuclear genome of
Analysis of NAD Kinases with Distinct Subcellular Localizations in the Oil- Loss-of-function of the SALT gene confers salt tolerance on Lch-0 A Start Codon-Targeted Genome Editing Strategy for Generating Hypomorphic | microalgae
Producing Microalga Nannochloropsis 1BEF A Il B 1R B ML A8 BREB BT Mutants of Lethal Plant Genes rep IBF], HRN /&), AR RE3, BAL N, TR B3, EHX
AEZ5", BREZ2 AIEH, )& (BERBEL °F |84 mH WA, IRA -, AL B (EmEK- /N1 A, =N %£%, AHBE (FAST, Kumamoto Univ.) 23, gk 812 (REERK-/N\AA, 2REERKA-CDG, A=
BEK A A5 ) REIEE T AMRA MAHREYISAAR, R SRR # B EEHTER)

MR T— “EMK-EE)

11:30 | 1Aa9 1Ba9 1Ca9 1Da9 11:30
YOAXFTIFTICEFDANARTEELEEN VeV AT A V&R | RS RBZMUE R sloh7 DRENT DREGFEBHRRICL ZLEEEZEE T 2 MEHES AT LD | FNABRBRICKBEBMR Y VNV BERE
RS D i E Analyses of sensitive to long term heat7 (sloh7) mutant of Arabidopsis thaliana B Development of a recombinant protein production system in Nicotiana
Organelle-coordinated cysteine biosynthesis in Arabidopsis thaliana BE JMALAEF, I B2 A =3, W WIA, IREFE, Development of the differentiation control system to circumvent morphological | benthamiana hairy root culture
58 £, Bernd Zechmann?, Rainer Hoefgen3, Ik i&21 (125 | KA 1B (EREKX-NAA, SEREKX-S/ Lty y—, 3t abnormalities caused by constitutive expression of DR genes NEEBEWR? BEHe2 =12 Bl e (ke T4
BERK-NAA, 205=YRZ(HA-ZINUT), RAF—K K- TSHE) AL, HINEF2 (FERRER, TEXREBEY2TFR | PI% RA-EIEERR)
(USA), 3RV I RT 5V IRREMR(RAY)) #OFEXFHER)

11:45 |1Aa10 1Ba10 1Ca10 1Da10 11:45
SV =Ty MXYRO—LBITICE B L VRIS UTeREIZEL | ¥ O+ X F XFMHREIEICH T 2 COXT EIEF DHEEERRT FLAVBOBEANEE > Y OA XTI FTERERBEOETA | /NOFRITFBHERZ & > /U BOFRARIMIEEICDWNT
)iy Functional analysis of Cation Calcium exchanger genes in salt tolerance of DFZET Avoiding Recombinant Protein Degradation by Co-expression of KDEL
Non-targeted metabolomics approach to dissect the metabolic changes in Arabidopsis Influence of Accumulation of Oleic Acid in Arabidopsis Mutants Receptor Protein
response to selenate MNUKRE!, RE BEF, BEBAPR, ENETS, T 51, M 2 R, MESA IS =R, Al EE, L0 A (i |[IEE (227 I ALK SH Science & Innovation Center)
Honggiao Li', FxE&k2 FHRILEAR', BEHBEE' MRS & | #F 0WIad, REF-, KEER (RREX- /N1 A, 22 K-BREI, 24F5K-I)
FER, #HE =, A BAF (FUNKBER, ZBHICSRS, EE |- BEER (BREAZE - EMERREEH, MEK- i)
KZE4EmT)

12:00 | 1Aa11 1Bal1 1Cal1 1Da11 12:00

AZINO—LBFNSHRSZ )Y TRRORBRKOER

Exploring an indicator of good taste in apples using metabolome analysis
ER T, BE KA, RA)IXE,L KHAEW, SUER, %
HSEAS BmE, RFRFHES, MU FE (WREK-R 2l
R-BRR CILRERMtEY Y — BRI

NG YNIFABRERDBENS VRV UTR—LDS5RHL
TeEEISEMEEIR T STTP DIERE

Analysis of the novel seasonal temperature-tracking gene STTP, which was
identified in field transcriptome data from Arabidopsis halleri subsp. gemmifera

STE X2, EK EF, AR ORER, AR &N R 52, A
I Vg2, MM ERReS, AEE =R, IEE ¥ (IR
FR-B-2 SEHEX k-2

SHEHEYID DGAT1 SEIEZ T/ LMREICEL 2 1 7S/ BBRTHE
ERGE0

Attempt to improve DGAT1 activity in oil crops by single amino acid substitution
by gene editing

EF AT, #LRE RLUE REE HRFARD)

1XBPULZRVWCERY Y\ VEDOBEIX M EEFEDRRE

Development of a method to produce a useful protein with cost-effectiveness
using an etiolated rice seedling

SIAANY, JBKBEKY, Ee BT, RREAL THE? FH
BT, CRILA, FEEEE (RIEK-R R RS- BYEE)
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9:00 |2Aa1l 2Ba1 2Ca1l 2Da1 9:00
LZHYFITU D 8-0-MElL 7 M EERKORERA IV IATYICK T 2EHBRRET COBEFEE & BERTFRFERT RSV 70 FUHREHKIRT DRI A XDOIEHE & ORI N RDRICE T B Y RA Y > OBERERAT
Elucidation of the biosynthesis of 8-O-glycosylated flavones in Tradescantia | Analysis of Reproductive Success and gene expression in Lotus japonicus under Development and analysis of transgenic rice expressing RSV vaccine antigen | Functional analyse of tomato lipocalins in roots
pallida high Temperature condition AR BN, FRED, FEE BEFE, BH R, PREE MNMHEH, MNMEEF, BEXER, BEEF, A7 (&

WH ' A 8% FHEE" (EICSRS, BX-EVER- | A At gk 213, &R, EMEE (REERK /NC 5, F &5 EBME SRS ZAEAN? BREE? (REHFR | BRBREDR FEX-BR/NAAYAIVR)
SREY, SaA-BRAERES) A, ALk AR, EBERA-CDG) B RS CRANER L AR, EEAS FOF YA LY
2T, MEBERRE-RE STEXRER SRUMERS)

9:15 | 2Aa2 2Ba2 2Ca2 2Da2 9:15
ZxoIIT7ON/ A RBEEICECERB 7t LSV FVE | SV ITHERNICKIT 2T/ ARBNIEEZRIICE D BRERD i Her2 FiAZ FIRT 51 X DEHE &K UM Y RNURAYVORER KL RAGE &AEBRIFRET
—7Yyy7—+ S & B RN R IRENT Production and analysis of the rice expressing anti-Her2 antibodies Temperature stress response and tissue-expression analysis of tomato lipocalin
Atypical phenylalanine ammonia lyases that enable high production of Evaluation of natural selection based on genome-wide polymorphisms and M A, BRHE &3 EFEt3 BE FRY EEERS, ZHEHE |NAREF, MWHER? EEE73 AESF23 (H#REAK-A
phenylpropanoids in plants gene expression analysis within Lotus japonicus A2 N ERE 2 (REER-REGBE RENERE - 281, | ERSEEMRER -\ AT Ty AEY, 25K BRRaRlEim
K D12  Jorge El-Azaz?, HiroshiMaeda® ('WWFZK-&R, *Botany, | EH A", £k {EIE° Mk %, B EX (REEHK /A SBER-TOATAYA IV AV I—, *‘BEKX-RRY, RS MER RFEER, SHEAX-BF DAEHRT)

Univ. Wisconsin-Madison) Z, ZRIEKR-Be- AR SRBEmA-/N1 A, REEHRAK-CDG)

9:30 |2Aa3 2Ba3 2Ca3 2Da3 9:30
£ = 3% @ dihydro-p-coumaroyl-CoA £ &R ERDRE 1 ROFERR N L RIGEICB 10 % Heat Shock Protein Bf DHERERRAT BE A XBEBEOFBICA T IR L Y Y RIEBA R DRI REHEISE ICBS S 2EERE S > /0 B OBERERT
Identification of enzymes involved in dihydro-p-coumaroyl-CoA biosynthesis in | Functional analysis of rice Heat Shock Proteins under heat stress conditions Analysis of gibberellin-deficient mutant rice for utilization of ultra-dwarf rice | Functional analysis of pathogen resistance factors related to chloroplast
Marchantia polymorpha He 2% IWEEF, 215 252 (ERERK-FREL /R cultivars proteins
VR ISEET, BB EWA2, RN AT, KHE ERE? B RE3 KH | BERA-GET) HE £, FEE, EEL—8, BNER? FEEA? (R PEBER, EF ZX WKEF, dEHF (B RRZ
B, BRI, BN ERIRS, DNBE RS, Al AR, KA IER? FR-BREGERE REFREREEER) KRR
AR ER, BEIRE (ENAR-BEEL, AR = 3L
OKRBE-BUBLEIE, “BOFX-E@mile, SEILEX-IT, HRXk-2)

9:45 |2Aa4 2Bad 2Cad 2Da4 9:45
FEEEKIED T AN =T NV OEERIERA UL AREYICE | BEETEY 7 Y EOKASREEHICHIT DEFERET 7 7R > 0% E BEAOYRFETOREGRBEINEDORE FaIUEYAITAILA 2b & OA XF X7 Dicer-Likel DIHE
F27x=)L70/)8/ 4 RREREOBRET Plasma membrane aquaporins function in moisture regulation in eelgrass Comparison of transformation efficiency in multiple melons 1ER &R EE
Reconstruction of the Phenylpropanoid Pathway in Solanaceous Plants for the | 22 28—, JTf%k 84, B8 £FX R EBHFF E)IEX HE EE BB, KHF—EA, Martin-Hernandez Ana Montserrat?, ¥ | Interaction and Subcellular Localization of Cucumber Mosaic Virus 2b and
Production of Volatile Raspberry Ketone —Bf, IEHE (BEMK-RESRF/VATL) T34 (SURA-TREMEERIS 2nstitute of Agrifood Research Arabidopsis Dicer-Like1
B RS, SHEH, RS BT BAE— (WOXE AIRE and Technology, 35URA- £HBER, “FURA-T-PIRC) EEB KAERN, MRE BHBS (KRAK-REF)

F, CTRERKR-FET, SREE - D)

10:00 |2Aa5 2Ba5 2Ca5 2Da5 10:00
FUIEBHRICEVWTE ROFVERB 7Ny Y Y7 I REER | 2 RBEYBERORY ZEFL VEEVMOR 3 v VIGEFEREIC TEDEARMIEICE ST % CYCLOIDEA/DICHOTOMA S8R KL | HE¥ICEH1H D mRNA R 77 Z)ULICBEET % > XTI DR
I 27 VIVEGBRERORE & e B9 2R Z 7R TACYCT BT DHEEBERRT Identification of a cis sequence associated with mRNA polyadenylation in plant
Molecular identification and functional characterization of putrescine Study on heat shock response-inducing activity of Polyacetylenes derived Functional analysis of the TfCYCT gene derived from Torenia homologous to | b #X", AR ZF&!, Mk K12 (RRERK- /N1 A, 2RRE
hydroxycinnamoyltransferase in bamboo cells from Apiaceae CYCLOIDEA/DICHOTOMA controlling floral asymmetry A -CDG)

IR Z0R12, ek RK'? (BLLRX-EYT, BELRX-EETH N% 26, 28642 R EM (BXELER, 288 KEIiiER) 158 &F HP EZ, BKFHE BT X BKESFF EEX
) am (IR BZ2E0)
FESME - RERERIEL g3k

10:15 | 2Aa6 2Ba6 2Ca6 2Da6 10:15
NRF 21 ZTCE T 2BIITEYE OE SR EER OBARRET BENNAODFRR OV ITINEI-EEAI I ABRHNEBRS T FHAADRERFE ST Z2GRERFHEEFNOER EERIRRDOIRICER UcHiRERAIRNY & —RERICHE T IAREE
Characterization of biosynthetic enzymes responsible for volatile storage HHRRFTAE S HEE Discovery of Transcription Factor Inhibitors Extending the Longevity of Morning | Evaluation of a novel high-expression vector system focused on transcription
metabolites in petunia Molecular landscape of wound-induced callus: llluminating stem cell Glory Flowers start site Convergence
BEEE JREE, JKE 3B, AT B#E5>3, | reformation and function through single-cell transcriptome and spatial omics BE B, kA W, EE EW (BEAPROS, EFEE) LA SZIET, BN FET, M 1?2 (RRERK- /N1 A, *RR%

IR #2488 A4S, IR SRBS, I 8RS, A@ flE (8K | &8 B BH ZXE2 Z{hUF, ZEX AN BF. FH %K+ CDG)
- RaRE, 287U -V, EER-I KR LOXABR- B, 2R BT (B REER CGEN &5EH)
BURLEIZE, SERARE-AliE)

10:30 | 2Aa7 2Ba7 2Ca7 2Da7 10:30
AFICHRIIDEBRET/ TIRVEEHRERDORTE & EEERT TCP BERFIC & DA R DIRERHE D T AGHFERAZFB LI RO—YBHDOTILFARI NMLAXA SO | ZDOOZRMEEY XY —8BERF 7 7 2 U — OO FHERERIT
Identification and functional characterization of the volatile monoterpene TCP transcription factors mediate cell expansion in Arabidopsis thaliana AR Molecular Functions of Two Master Transcription Factor Families Regulating
synthases in Cryptomeria japonica N AR, B RE, ERER, tHER, AHIET BERE Development of a drone-mounted multispectral camera using solar-induced | Secondary Cell Wall Formation
IEER!, EIE BkF, KEE M2 (BARR-HBEaRER BV |8 S 5245 AT @M, BUFF SRS, Bk 67, B 3E57, fluorescence n mH BEET, BAK&R, BE OADY, JElE, kA EES KH
U=t CERR) A B (D)UY MY —ERRPEHE-£EW, ELZRITRE HEEZ, &R FL (FEX-R) B3, A EF&, IS =R, WO KR (EA-BREL, 25K

AR NAADDDLD, SRR - REERRE, ‘B2EHE EERFEMRZ, SERFH- NAALOILDHREY Y —)
RERER-BE, SBHERE NSV RTA—NT 1 TERDF,

SREAHR- NAAYAITVR, "REERK-TIYTILTU—>A

/~R—% 3, 8National Cheng Kung University, College of

Bioscience and Biotechnology)




#£2HE 9A6H (1) 9:00~12:15

e Azis Bais Caip Dsi5 S
FHERH FEME - FRERAK g3k BIEFRR

10:45 | 2Aa8 2Ba8 2Ca8 2Da8 10:45
YN FILRVEEREBEERRS &K VISR FICE T % RDF 7— | Nicotiana benthamiana \Z & F 2 LR HIEMEREE T NbFT1-3 O# A —F 2 VEMEZ RS R 4-PBA JBLURD R ZRABREEEREOBIZIC & 1 BIREBE NAC R X 1 VERERF O
4 N — X Mriterpene RDF DHEEE BEfRAT Analysis of 4-PBA Analog Devoid of Auxin Activity BERRAT
Construction of “Triterpene RDF": An RDF-based Database of Plant Enzymes Functional analysis of NbFTT-3, candidate genes involved in flowering in SRR BB—, Zhengxue Du, KJI| MK, *H B, FER #7, #F | Functional Analysis of Membrane-Associated NAC Transcription Factors during
and Transcription Factors Involved in Triterpene Biosynthesis Nicotiana benthamiana BEE RH E— (BEFfRA-EI-4£4m) Secondary Cell Wall Formation
HEA X2, FTEBEM, HE FHES (RX-REL-AYI% 2R | &) RS, 248 JWMEY, FHOBEZ, BEFE (F FEX, BOE OHD, FKER, RAEE, XHER, BH
BR-T/ LREA / R— 31, 3ROIS-DS-DBCLS, ‘ABX-F |EX-RE 2RE;BK-HRE) #2FE A)FEE, JIE &R, WO (BEX-BR-BI, 2E
fra4an) W NAABDDLD, 3LFEKR-B)

RILEY « YT FIEE

11:00 |2Aa9 2Ba9 2Ca9 2Da9 11:00
JSA PEDHEREMER S & FERRE DRI R CYPT22AM A5 2R NY TSV MVESHEN LY O X F BFICERTIAVEBH UV ILALOREFRIERR ZERENICEVCEGFRIREFET 2 TOET—5 — DT
Functional components of papaya leaves and their relationship to X+ DI HIE Greenhouse cultivation test of sorghum with air plasma-irradiated seeds Analysis of a promoter inducing gene expression in response to leaf senescence
developmental stages Regulation of floral transition by CYP722A1-dependent strigolactone Wl fRfe!, BA BE2 UEF, HIEF3 HE—F (F HEBXR, KA BB Isura Nagahage’, WO HFT (FEXE
BRE RA 185 F% A tE HLEBXE =Pk, 8RIB & | biosynthesis in Arabidopsis thaliana T EEL 2KV RBH TEA-FTHERZ ATEAEYS | K2R BETEHER, ELRTRATER- N1 AbDD< DHE
B REXINE) AN ZR2, A% EE, 54 5% BF AT IS EH FRI%) BV —, Uy y K HEY TIERIERD

) ER, KA IER2 2F F=? (RRAR-RER, #HEX
Be- =)
Z0fth

11:15 |2Aa10 2Ba10 2Ca10 2Da10 11:15
NS TL/FZ5T v ADEEREY & RAT LMRRFE & OFEE | KARRIKIN INSENSITIVE 2 Z38AICBAET % B-7OEA ST h ik CEZOTREITRICETRT / LAREEECDORMER Plastid encoding of Rubisco Activase improves photosynthetic
BRAT = Technical platform for multilayered nuclear genome editing and transformation | performance but decreases phenotypic plasticity to light
Integrated Data Analysis of Metabolites and Material Properties of Natural Characterization of B-propiolactone compounds as strong inhibitors of toward metabolic engineering in Marchantia polymorpha Shamitha Rao Morey-Yagi'?, Yoichi Hashida3, Mieko Higuchi-

Rubber KARRIKIN INSENSITIVE 2 BARE, TEERKN, KBIER, AlRAE (HFEA-BE ¥ Takeuchi?, Yoko Horii2, Masaki Odahara'? Keiji Numata'?
FrEE2"? SH 1’9’2%2. AN FAHR?, KL Eie?, I HE)ZEZ, FooA giam, PN %U%‘I'z. % %a‘l'z, A #di12 (1§$j(ﬁ'tfﬁll‘ﬁ&ﬁﬁ, FX-BRR) (1 Laboratory of Biomaterial Chemistryl Graduate School of
BHBHT (FITA RIREED, ERETHRARY) SRR T — V) Engineering, Kyoto University, 2Biomacromolecules Research Team,
RIKEN Center for Sustainable Resource Science, 3Faculty of
Agriculture, Takasaki University of Health and Welfare)
EYHEBEER INALARR

11:30 |2Aa11 2Bal1 2Cal1 2Da11 11:30
SV IATYRNBEEICE T ZEABPNT A M A ZVIRBEDOEENE | XFRBETRRRZ TF L VIS OERNER O FT BIAREEVIALERRICE T2V /=Y DEEEE Z DA | Regulatory Networks Shaping Fra Protein Expression During Leaf
F DR Analysis of genetic basis of different ethylene response among rice accessions Higher accumulation of lignin in low-Si sorghum mutants and their application | Development in Wild Strawberry
Elucidating the physiologigalsigqificance of periodic cytokinin responsesinroot | 30 ¥ 741, K EAT, /B £Y ERE BE, B BE'2 &% Reza Ramdan Rivai'23, /\#k 82, LG BEE4, BAFEE!, R # | Chonprakun Thagun', Yoshinori Fukasawa', Tomohiro Suzuki,

?Odlﬂe symbiosis of LOfUS{GPOHICUS N HEA? (ZFK REDRE REMEFCEER) H = FXX=0 EmKRS, BRE A #E #2E (REKZAEEB | Takahito Nomura', Masanori Okamoto!, Yutaka Kodama'2 ('C-Bio,
EREF 802 IO ERF? (B, 2HHTK) HFEAT, SREAREXZREZMER, 34> KRR FEIFAFER | Utsunomiya Univ., 2Grad. Sch. Regional Dev. Creativity, Utsunomiya
F. BRAPAZRASEGNETRY, SHRRUIEEYY | Univ)
¥—7)

11:45 | 2Aa12 2Ca12 2Da12 11:45
o- U IRBAME [C & BEMRER Y 7' F )L & B e R TUERE D 2R Mitigating Grass Lignin Complexity by Multiplex Engineering of Lignin | 2 REED AN T AE Y v ¥ ZFAWCEWLET S\ OEGRERT
Elucidation of reactive oxygen species signaling and enhanced plant immunity Biosynthetic Pathways for Boosting Lignocellulose Deconstruction DHER
mechanism induced by a-Lipoic acid treatment Pingping Ji', Senri Yamamoto', Osama Ahmed Afifi'?, Keishi Exploration of the biosynthetic genes of the medicinal polysaccharide Araban
At Bt (R RTERA - T) Osakabe3, Yuriko Osakabe?, Toshiaki Umezawa', Yuki Tobimatsu? | using two isolates of Pinellia ternata

("RISH, Kyoto Univ., 2US DOE Brookhaven Natl. Lab., 3Fac. Biosci. E—!D [ ITE 1531(1;%7!( ER, TIE, &K i%j(l,n 3 ?
Bioind., Tokushima Univ., #Sch. Life Sci. Technol., Inst. Sci. Tokyo) X, BHFR R, CIAOSES 0@ (AXb-£58R A5
INEFEHK-ZE, SAK-RER, hKER-B)
NAALVTART AT A

12:00 |2Aa13 2Ca13 2Da13 12:00
KEVILFA Y RBITIC & B1EY-HEMBEEROHEE & /A A SV ATHICE T B root/shoot tkDTERNZRUIC L /N AT RELS |NBRP h Y M EIFZ2EEEKY Y —XDOUNE SERIBES FHREED
Y —ZAWHEEEREZ=Y VT BEEEF DR i
Inference of Plant-Microbe Interactions by Paddy-Field Multi-Omics Analysis Detection of genes associated to biomass allocation through intraspecific Development of Mutant Resources, Promotion of Their Utilization, and
and Their Monitoring with Biosensors polymorphism of root/shoot ratio in Lotus japonicus Establishment of an Information Infrastructure in NBRP Tomato
Wl E—1, RZ A2 BHF @A B X OH? JREMES WL AL BESE gk B2, BEMER (RBERK-/N\AA, ZREBE | ARB, X EF2 JIRN#FEF, TEE (FRK DIEH
A BRSA, MR, Tits SRE (IBIFCSRS, 2LFER, RS, I K -CDG) BEEY A / R—2Y 3 VIREY Y —, RIfEE - SEIHREY
ARILR) 5 —, EIEEFEMEN - BRRR)




RRAY—%K

9:00-10:30 10:30-12:00

$£3HEH 9R7H(H) BFER

PA: >3- hA—ZIT7LEYT—>3> 9A5H (&) 1400~18:00, A= HBEIEICHKEK
PR: ¥3—hA—ZILT7LEYT—3> 9HB5H (£) 1400~18:00, R, HBSIBICHKE
HRKREIF, XREEHTIRTY (EFR2740HUA, BRERL, L2078, BEEST)

PA1

YOA X+ XF TIREERKBRREEIC L > TR S #EA
BHEZRY Ca**/CaM {KTFME NAD ¥ F—ENEL S
Transcript variants of Ca?*/CaM-dependent NAD kinase produce

isoforms with distinct localizations in Arabidopsis

RO ERR, BE &2 /)IEFE, WO #H, JIegE

fo! (BEX-BE-BI, FHER-N1AEYF—)

PA2
Y04 X+ X+ CCR4 family CCR4H - CCR4I {& NADPH
phosphatase T %
CCR4H and CCR4I of the Arabidopsis CCR4 family are NADPH
phosphatases
L8 =%, B & ROER, Al &F&, /6 E
fo BEXR-RETL)

PA3

70 DEHRERVREBEOENNZORHEDICEZ 2L
IEDWTD NMR XFRO X7 X% AW IRES

Study of Effects of Mulberry Ploidy and Variety on its Metabolites
Using NMR Metabolomics

IR R, FIER AT, RE RF, BB R AKHE
B3 FREEY, M EH, HRER (X-kRE
Rk, bR BREPMFE AR REmEantlF
Mk, “HhiEEE)

PA4
CZOTICH 1T 2R 7 IUREDDF A 7 = X LD
Molecular mechanism underlying nitrate signaling in Marchantia
polymorpha
BU3%' KM IR, B EE. BB AR 1B R
=1, M2 Al R, E S (KRR RPE
W r7ITy Y, Ef-RRERNEMEEY Y —, 3
FX-Bt-3#)

PA5

BHEE N < R hs1 ORF IR

Characterization of tomato high sugar mutant hs 7Characterization

of tomato high sugar mutant hs7
/PR ZERXT, Shaoze Yuan!, Islam Abdellatif'?, Siyan
Xu, BRZ, TEE, = AT (KK Eait
R 2EZVRFER)

PA6
VEYITREDIICHEITEF 12— viRY REREDERE
ICLBTERERE

Enzyme reaction-based screening and identification of tuliposide

analogs in the genus Spiraea

BRI XA, FHE HE23, Ik &3, gk RR2S B
o Fia* (BIRAER- I, 2EIIRKR-I, 3ELRX:
HETHE)

PA7

Investigating the potential metabolon in the biosynthetic
pathway of a natural sweetener glycyrrhizin from licorice

Ruizhen He', Soo Yeon Chung', Toshiyuki Waki?, Toshiya
Muranaka3, Hikaru Seki'3 ('Grad. Sch. Eng., Univ. Osaka,
2Grad. Sch. Eng., Tohoku Univ., 30OTRI, Osaka Univ.)

PA8

HISE1 ZRMNYOA X FXFICEF2EEN TILR/ A
REEICEKLIFTITHR

Impact of the HISET mutation on the production of heterologous
triterpenoids in Arabidopsis

fNfE E%#7, Fanani Muchammad!, &H &12, B X3
(BRK-BRL-£¥MI%, 2FTEKX-RE= RKX-LEN
SRR

PA9

A RICENWTY VRV OEEEZFIET 2EEHIE
EF DIERERRAT

Analysis of the function of a transcription factor that regulates the
soyasaponin content in soybeans

WA T, HFEER, BE S, R =T, B
&R, BN &2, R FHS N R B
F4 (ORKEE T-EMITZF 2LBKRT /L&A1 /
N—=Yarvt, LEXER-Hiaikes, ‘KRAZLENF
BRATFOHERE)




RRAY—%K

9:00-10:30

10:30-12:00

PA10
NILZE /¥ IRTD CYP7T6AD11 & K T DOPA 4,5-3 7
F T F—E DR
Functional analysis of CYP76AD11 and DOPA 4,5-dioxygenases in
Phytolacca japonica
B RRF, NIEK, =538 BERE (X
AR B, 2HRK- E@mRE)

PA11
YT VAN AREEBERTEES NS Y FAE/OY
R DA D
Metabolic regulation of the gentiopicroside-production in the
liquid culture of Swertia japonica
JIIEBF, WK U ED, RETH KER
X EWER)

PA12
TEHRICE T BT 1 EBRORME X D = X L DR

Studies on cis/trans isomerization mechanism of cinnamic acid in

plants
IR F, 86N FIE, L BRRES, MR &k (BaK-
BRa)

PA13

BEBEYE FERZEREFOBERFETY 7L VY ERE
RO FEL DR

The origin of isoprene synthase in mosses differs from that in
higher plants

NE#|S, Frh 282, F LB S I

F2 (REIKE-ES, 2REIKERE-E SRHE-1EY),
RREBHAET)

PA14

HBARRICE T ZEENEL Y I VIRBDANZX L
DRI

Unveiling the mechanisms of lignification by wounding in citrus

flavedo
ZHBA, EHEL, JLy k7T, BT EFE,
M2, W) EH23, ZH 808 R BE", R
—52', 2l BEE, A EN (RK-EFH aK-
MEES, JEX-AYET, “EK-LaEER)

$£3HE 9A7H(R) BEZ=

PA15
TV YUY RIEHRTHIET S ABCC Eixil GtABCCT D
RERRAT
Functional analysis of the ABCC transporter GtABCC1 expressed in

the petals of Gentiana triflora

TR HEM, RRER, KR AHX, HF F@E, FE
RE A BX, WHZRZ, B EN2 FIS B
BA E—88, ARER (HFEX EHWREX R,
SEFETIH, EHEX-EYVER)

PA16

XFXBEYMICHITDVATA Y RIIRFY RFEFRFEDOE
BRGEBDRER

Exploration of the biosynthetic pathways of S-alk (en)ylcysteine

sulfoxides in Allium plants

B0 #X", JtEE8, 2L EN2E, LWE BB &
KT (FEXRE TEX B TFRZEHRE,
3STE EHNT)

PA17
MERZNIIRXF DY RATA ¥ RIIRF Y RFGHRED
EBHICEZ B REEDEN

Analysis of the effect of sulfur deficiency on the biosynthesis of S-

alk(en)ylcysteine sulfoxides in onion
EFEF, LBEBEY? FAREF? (FTEX-RE
SFEXR- YD FRIZEHRE)

PA18

FINVIEOEWEN S DT TR/ A RKEILER O
RERRAT

Functional analysis of flavonoid hydroxylase in blue flowers of the

Asparagales family

B B, KKt BR ¥ (FEXREX)

PA19

EULVRHEYY LY NICHBF BT TA T A—IL O-AF
VRSB R ORI

Biochemical Characterization of Guaiacol O-Methyltransferase in

Magnolia salicifolia

RER ££E, BUE EAM, 5K RER, MEXER &

R IhRERt, BB RSB (WOKEE-BIREIE, CREX-
ISREPBIE, SKRAIK-E, “EMNK-1E)

PHEBERRENDIVRNY—




RRAY—%K

9:00-10:30

10:30-12:00

PA20

RF1ZT7RERTEHKRT 2EIANEEICETFORE
Identification of Glucosyltransferase Genes Highly Expressed in
Petunia Flowers that Utilizes Volatile Compounds as Substrates

WA #rzBh', JbE et A2 BB RS (WOXk- Al
BRI, SRIMK-ICAEY)

PA21

—ERNRRREANRF 2 ZFREBREENICHKIRT 5
MYB &5 R F DHEEERRIT

Characterization of an MYB Transcription Factor Expressed in
Petunia Limb using a Transient Expression System

BB TE, IWAHZE, SHINRER B EILCAS
B BT (AR BIBLRIE, HEMA-E, SRIM
RIGREYD)

PA22

TUREYM 7 VI NICHEITD=ZREI Y VEEERZE
> b7 0L PAS0 BERERF D AEREAT

Molecular characterization of cytochrome P450s involved in
tricyclic coumarin biosynthesis in Angelica keiskei

ME M’ BERX, A0 %R =ZH#He BB
21 R —52, A RN (RA-EFH, CKRES
R-Z, SR EaRER)

PA23
TIWTAZOLDT Y NV T Z U ERZEFIEY 2E5 R
EF MYB [ DWW T DT

Analysis of the transcriptional regulator MYB control of
anthocyanin synthesis in delphinium

A 3H, fEERS FER, RO QEE, BER A
B3 A R, 8RF (TEXNBRE= *TEXE
= 323Y)

PA24

TFHRIOAY 7L YRHBEOBRESHREZES TILRVE
BERT 73U —DNFE(L

Molecular evolution of the terpene synthase family responsible for
the diversity of isoprene emission ability in Fagaceae

MR BZE, RATRN, BRI KFIRM FEh
e, R IZF hlE BE, ET BT, 2B
Kl —521 (RmK-EF70, 28EIANIG, S2HEX-
BBC, “EMEA-Simdanti, SEERMINIES, SHMAK- Bt
X, THINK-BEEF)

$£3HEH 9R7H(H) BFER

PA25

YOARXFAFILE T2 7 o/ —IVERYREBERBEOR
IRMITE K OHEBERERR

Expression analysis and functional characterization of enzymes
involved in phenolic xenobiotics metabolism in Arabidopsis

thaliana

FRBER' BE—A, NAEH, HOEHR? (F

MARBE-FEEEL, ASINK-fiHE - I54E)

PA26
AL UESE AW R ERMAEENILNY VEEE
EEOUEL L TESHFRANDILA
Production of stable isotope-labeled protoberberine alkaloids
using Coptis japonica culture cells and its application to tracer
experiments
AP ENT, B AR B X2, LA w234 2
tgENAS, ILIg BBV (FERBRE, 2V L7 (15),
SHEEK, YUSTES ST, FTEREYDFRZR)

PA27
VOAXFAFEFRAVTFVOEERICEST 2T«
UYzy NTOTA Y ADIR12 OHERERRIT

Functional analysis of the dirigent protein AtDIR12 involved in
neolignan biosynthesis in Arabidopsis thaliana seeds

BN AR, BE, MEETF, NERE BT
B¢, =B RS, HEEME EE S, R BE
(R KEEM, FEMICSRS, 33Uy hU—oO—/NIL1 /
N=—2arvEyy—=WE), “RERE SHTARE)

PA28
HILIRF D EeiEbBER %= C-EiE B R bt g 2 &
Attempts to convert the reactivity of carboxy-glycosyltransferases
to C-glycosylation activity
PR, HPFRY, MEkEZEX, HHz—"2 HOE
BA'? (MEMARBT-HMEEI, USMK- M- 154

PA29

A=k o0O=——DIX I VESRICEDLS B-7ILaY
&' —t O & HENBEE O BT

Functional analysis and subcellular localization of B-glucosidase
involved in coumarin biosynthesis in sweet clover (Melilotus alba)

ek BIX', PR KW', BOEA? EMNKE-RE

BT, SRl HA)




RRAY—%K

9:00-10:30 10:30-12:00
PA30

A—bE—HRTIARVERECBEROEERREICES T
SERFHRDORR

Exploration of the region related to the substrate specificity in

glycosyltransferases from coffee

HE XN, SHEMB, ELAARER NI EEF KF =
— (MEHEX-EMER)

PA31
LZYFOYIAZVABEEGRTFEHFEIRT 2WERERY
7z /—IAF DT —E OB

Characterization of a copper-dependent polyphenol oxidase co-
expressed with the shikonin biosynthetic genes in Lithospermum

erythrorhizon

PEEF? BF A2 ILUART NBEER, &L
NEXKTF, N —BR2, TH BT BER FR
BR77 RA2, RUER 8R5ES, T B—ERe, I Bk &
R INRER, Rl —%2 ("ELK-FIERR, *REK-EF
W, EMKE-REET, *HFEX SBEXK-EYVE
R, CRFR-EBRIF)

PA32

WA/ L—KUYA 7 ILREEICE T S raphanusamic
acid D EBRER T DRR

Screening for genes responsible for raphanusamic degradation in

the glucosinolate recycling pathway

i 0HH, I EN2S, LE BB ((FTEXE,
ST ENS, I FEREMDTFRIZER)

PA33

KYKNZEIFZY S/ T LEVEERICEDL 2SR
= 1— R9 28 F OB

Analysis of genes encoding oxidase involved in solanoeclepin

biosynthesis in tomato

AR, BEHA, RLEX? BHEEZ, /%

ERH kA ER' (HFX-RED 2EUICSRS, R
LR, K- )

PA34

VS /IVLEY CEEBRICEDLS MY MR EFILE
BBBRORE

Identification of an acetyltransferase involved in solanoeclepin C

biosynthesis in tomato
AEEK, RLEKR? XRKB, SHEE, A%
4 ERER, kA Er (WP R 2E-
CSRS, SEiHERE- LR, “LKBk-E)

$£3HE 9A7H(R) BEZ=

PA35
FoX3VIOA-AOVERKICESY 50)L 0V ERE
DRI
Characterization of chalcone transporter involved in aurone
synthesis in Antirrhinum majus
—BEE FRBER GERER SREIRE EMNKX
- EET)

PA36
TZOTICRITBERERYYIKRRILICESETZV K
AL P450 DEE

Identification of cytochrome P450s involved in bisbibenzyl

macrocyclization in Marchantia Polymorpha

T EmT, KA RS, HERE, EENEER, $
=W, ORI RE2 OlE QB SR R, kB

A (HEX-RRY, FBEXEX-E HEA-EE
FOMEMK- RREED)

PA37
EZITEREYNZICET 5 CHS IIRIC L B FHEERDS
HEEY v — Y ROBE

Construction of High Aromatic Precursor Yield Strain in

Biomanufacturing of Marchantia polymorpha
R SEEL, KERE, Al /R k& B (#F
R-Bek, 2HEAR-BE)

PA38
XIINTOA—OVEERREEORHA

Aureusidin biosynthesis in Rhus javanica

FREBER BHEINRE (EMX-FEHEGELY)

PA39

YIRT'Z (Manilkara zapota) FARFTFHEY trans-T L =)L
SV AT xT7—CDOHEERIT

Functional analyses of short-chain trans-prenyltransferases from
Sapodilla (Manilkara zapota)

EBE —BR, SR B, HEARW, Z@W=h. E
HEM, BAR MR R, WWOBES RO H
X, WTE, FER, LT, sBER (Rt
K-Be- I, 2HRAEK-FIA T« AILAANY Y, fFERT
LTZEMR), ‘“&RA Bt BARE, SEEX-B-ET)
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PA40
FRBEYICHEITZATOAC RIUATZILAOA REEGRK
IC 810 D HENNK 7 R B SR DB BEAR AT

Functional Analysis of Glycoside Hydrolase involved in Steroid

Glycoalkaloid Biosynthesis in Solanaceae Plants
il FEY, R K2, MR BT KA R (#E
KB, 2EHfF-CSRS)

PA41

7Y/ L—hNEGROIHIET SDIT & £ T SDI2 Dfi
BRRICIG U BGFRREEAND SUM1 EERFOEFS
Contribution of SLIM1 Transcription Factor to the Induction of
Gene Expression in Response to Sulfur Deficiency in the
Glucosinolate Biosynthesis Repressor SD/T and SDI2

HILHER, JIOEK, AUBEF (AAREER *h

pNH=))

PA42
Raphanus BEYMINNEE T 27 2 ZIL7 VLT SR/ A
NOFS=

Investigation of phenylacyl-flavonoid biosynthesis in Raphanus
spp.
£ BE RII/IEA, Yuting Liu, VM E—ES, EE
T2, IrEz GREFmA- SinklAEdm)

PA43

Seasonal Changes in the Contents of Asarones and Related
Phenylpropanoids in Acorus calamus L.

Oyundari Ganbat', Nagomi Kashimoto', Bolortuya
Ulziibat?, Takumi Ogawa’, Takao Koeduka3, Atsushi
Okazawa' ('Graduate School of Agriculture, Osaka
Metropolitan University, 2Department of Research and
R&D policy, Mongolian Academy of Sciences, 3Graduate
School of Science and Technology for Innovation,
Yamaguchi University)

PA44

TAXRICHB T 2ERMELEEDREZ DS U cretr
/BN TIVORE

Development of functional amino acid cocktail to promote

production of useful compounds in soybean roots

ZERE 3A0ET, P BX"2 ("EACSRS, *BK-B- &
=F)

$£3HEH 9R7H(H) BFER

PA45

BRI\ BREBEEZBE LA REFICL 2T
- HREtE 5 > I\ B EE R DB F

Development of Antibody and Functional Protein Production
Technology by Rice Seeds for Mass Production

ER AR, FEH KR, REHEA BN RERL EE
EW, BEE (BEEKPROS, RIFKEMRE)

PA46
BLFREICL S RIRBESHERICET2RES ~ /X7
BoiiEtE
Promotion of Antimicrobial Protein Secretion in Rice Suspension
Cells via Genetic Modification
KEEA %2 & AEREK FEE FHEL
K8, FEE=EE GRIEX-RED)

PA47

CEZOTIKEFZ NI TILR/ A R-ZXF704 NEEEZ
BRI & UTc HMGRIBFRIFIRK D15

Construction of HMGR overexpression strain for high production

of triterpenoids and steroids in Marchantia polymorpha

2% B, KA KREY BRAEFR, M HEN, PR
=W, Ak /B, k& IER' (HEX-BRRY 45
K- BREF)

PA48

Ty ALRATIEBERIEBZRY 14-
diaminoanthraquinone ZIE L fc 21— L FHicH T 24K
HH7OT 71 LR

Effects of 1,4-diaminoanthraquinone on the metabolite
accumulation profile of Euglena gracilis during the induction of wax

ester biosynthesis

I B2, B EA2, 187 FI72, AF K, FE
KA (RAK-BRS, ARAK-BF)

PA49
AFTIAVIBIC LD 1T L FOREEEEERX N =X
LD
Elucidation of the effects of menadione on wax ester biosynthesis
in Euglena gracilis
B MAE", NIFRAK234 BEAEXS, (i —0Y [
BEE234 KE AE234 (PRAK- 2% 2BRAK-BR
B2 CRAER-ESRREMNT, REK-RERRERZ)
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PA50
—EBEEGCFRRECBIT BNV YIFFY/NADNESY
VINVBEEBEEBGTRRE/NY —VICKIZFTRHBORE
Effects of Photoperiod on the Amount of Transiently Expressing
Foreign Protein and Gene Expression Patterns in Nicotiana

benthamiana
¥ E, 4 VY, ELRERME", (LR, 0
Hi5' (BEX-BREEFEDRE, 2RK-MEMR)

PA51
MR T « > TEEZDRY 2 HRARBEROREK
Exploring fungal enzymes hydrolyzing plant sphingolipids

WA BEZ G ER, Al FE (FEX-RED)

PA52

B FREBZ A R ERAWCIENR T F R persulcatusin D
NENEEY X T LDIEE

Generation of an Efficient Production System of an Antimicrobial
Peptide 'Persulcatusin’ Using Transgenic Rice

RiE R¥F', BE&, THZE™ FEBEX, XU
#, FEE=EE (REK-RRT RS BYEE
i)

PA53
AFIARNXAZI SNV F U EBGHBREGF AW Y
JNOBY-2 BEMRICEZHZ 7 MYV F UV EEDHS
Galactomannan Production in Tobacco BY-2 Suspension Cells via
Expression of a Galactomannan Biosynthetic Enzyme Gene from

Carob(Ceratonia silique)
BEE AR, BUZOE LR, BE BT (SHEX-RRE
% EELCBGART CERK-BER)

PA54
27 /INT T )7 Nostoc punctiforme DY T A XX VES
B E (T B DR
Analysis of Geosmin Biosynthesis-Related Gene Cluster in the
Cyanobacterium Nostoc punctiforme
=41} #C&, Dayarathne Kaushalya, A)I| #F#, JIl& &
fo BFEEX-PRET)

PA55

FX7FT 77 2 —ERFORIRFE & RIFEET

Functional characterization of FT family genes in quinoa
INEH R, B R (EREW-EYERTIA,
EEREM -8R O S A, MR- EHRE)

$£3HE 9A7H(R) BEZ=

PA56
A EAEEFERZAWC IRERRICES T BT
DHEFERERAT
Investigation of molecular mechanisms underlying secondary cell
wall formation using an ectopic xylem cell induction system in
Cryptomeria japonica
EBE RN, KB R tEHE, AR E
AO T, BHEME (HFRWEE - RN A, 2R
B-MHEt)

PA57
FAIVIL/TANIDOEICHITERT « v TREERH#E
BEREMEERICOVT

Sphingolipids and long-chain-base desaturase in the nodes of
Alternanthera philoxeroides

Rk RN, ) F2, AR BES, SHEZ ('FE
R BEEABZE, HERRETZ? ALEX-BES)

PA58

INBAZ N LRV — IREV LK 295 >/ B % d—
K9 % mRNA O fEkiE

Degradation Mechanism of mRNAs Encoding Secretory and

Membrane Proteins by the ER Membrane-localized Stress Sensor
IRE1

WA NS, JRE EHEZ (KRAK-REF)

PA59

YOAX ST AR T B 7 27—t EYIBRED A S
Z X LfRER

Elucidating the Mechanism of the Response to Fairy Chemical
Treatment in Arabidopsis thaliana

AHER B4 HAER, B HR2E, HHESY &
FEBS UEFMS, AME ST (A BLERIZEEAM
REBE NAAYA TV AER, FFEK - BERPEIM
MR, SEREMW, ‘FHER- A AV T RS

Ty s —, SHEA-TO—/ULRBIREE, HEA-
B)
PA60

FEHRIEEE T O RBEICAT T2 Dendropanax trifidus D
FEEERBOBEDT
Localization Analysis of Resin Producing Cells on Dendropanax

trifidus for Biomass Procurement

PR, BEE S, REER (\UTER(#R), &
K- BIRRENF)
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PA61

AbelmoschusManihot—SRIFIHRA /% & BRE AR DO LB
Abelmoschusmanihot—Comparison of Echizen washi paper strains
and ornamental strains

=fE B, KB ETL, S EfeF2 I BT
R 3592, ISE T&, A ER (BHEX-£Y, 32
W-RIEEIR, EHAFME)

PA62

VOAXFRFIEBF2EVWY 21— NEBEWEERITIE
ZE{K esre D 1 BREIKICERY 2 REEHER T DT
Study on a candidate gene on chromosome 1 which causes high
shoot regeneration efficiency in the esre epi-mutant in Arabidopsis

thaliana

RIS BT, SAIE BRET, 85N RAS BOMI AR, TR
F', FHIRE:, BE FES OB KR KEFIES
HA &, AfFEN? (REZMBZR-F- T, *RE
BIMBIZER-I, 3BEA- bR PBRPARIT AT
R CEREER-EVRERRIBMR LY 5 — EEER
BK - FTImE MBI, "REEX R-EmRT)

PA63

YOARXFTXFEBIFERAT « v IRERMEED C-4 7K
BB DEERERRAT

Functional Analysis of the C-4 Hydroxyl Group in Long-Chain Bases
of Sphingolipids in Arabidopsis thaliana

AHEX, )& 'ic, Al F8 FEX-FREI)

PA64
AUONIATNOERYEEEICF2IVETAIDA)
ANEZB7E

The effects of cucumber mosaic virus on the production of
pharmacological compounds in Aconitum japonicum

WHE B, s —E, SRE. AT MR, BE
=L NEEF (RARKE-£MER 2KV LZ)

PA65

DAIINADNEYF2TOUTRFY KRRV OOT VEEE
KIL5EZ2EE

Effects of viruses on the production of ligstilide and chlorogenic
acid in Cnidium officinale

LB EE", 2H —E SR, TT MR B
B NEEF (WEHEKR-APER *#)VLAD)

$£3HEH 9R7H(H) BFER

PA66
F—NRAF 21 7—BREICEF2A I AR IAREDHH»

Visualization of organelles in Arbuscular mycorrhizal fungi

R F0ES, H =7, B4 £ )10 EXE (BEE

W-HESXTL)

PAG67
VOAXFIFICR T BREEMMEZRT TEEZEEDR
RECFEDERER
Mapping of the responsible loci for pathogen resistance
phenotype observed in the Arabidopsis epi-mutant
B KB, KHE", Kainat Zahra!, A% EiF2, &
RN (REEMRZR-FR-T, SER-ESRER)
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$£3HE 9A7H(R) BEZ=

PA: ¥3—hA-ZIT7LEYT—3> 9HB5H () 1400~18:00, A=l BSIEICHKEK
PR: ¥a3—hA—ZITFLEYT—3>Y 9HS5H (£) 1400~18:00, R, HSIBEICHKE
REREEE, XRESHTIDTY (BR2 740 WLA, BRERL, XK 20 W, KEEST)

PR68

Uy TH5 LT —EEREBERDEEER
Investigation to reveal unidentified functions of the enzyme
responsible for apple columnar tree

HEXE BHARKE RE XA ZHA SHEK
X', HHB®R, RR BB, MEAMNE3 s E
("SRKBe-REM, RREHA-ET, RIMHE)

PR69

1 XBEDOT7 VEZVLEEZRREZHRBICE T 2MHR
EREHREB O ER

Regulatory Mechanisms of Rice Growth Homeostasis in Response
to Dynamic Changes of Nitrogen Concentration

F LI, ®HE EX, mE EF MR EEFTF

IR R, B S5, BB B, EE ST (SR
K-BTIEREMFEMGE 2B CSRS, 39 SDNARFRE
BT, “REBATR-PedEmiRiE, SERF-R-H, STURK-£@®
BEXR O ISHEEBEY 1 / R=Ya VIiREY Y —)

PR70

YOA XFXF LR Z 5T S EY R RRERBEME

DERFER

Identification of halotolerant-PGPR enhancing salt tolerance of

Arabidopsis
EEBE LA #REES, OH WA, IRE ¥, KA
1BRRT (RREBK-N\A A4, ZHWREX -2 FHEYD)

PR71

INLA 23 TAST4 BFZBA ML AT K > TR ERFGS
h 7/ LREICEDEONIERBBEYITREER L
RIS B FREBBNE(L U

Potato TAS74 was abundantly induced when exposed to drought
stress, and its genome-edited mutants exhibited variability in leaf
gene expression with osmotic stress

NA X, EBE B, iRk =N, BE AR AR

! ((NWILE—{#), WRERKZ REETF)

PR72

BCHH R X+ VEIBRIC L 5 GABABEE MY h D 2 B8
FORERE EINEDHE

Investigation of fruit quality and yield between two tomato
cultivars with high GABA accumulation due to truncation of the

autoinhibitory domain
A E, S EBFSA ME RS EE5 ERTS
T g4 (SRR -BREMERNZ, BURK-D<IE
HEETEY A / RN—=> 3 ViR E VI —, HWFTv o5
A7V A TV RAMR), “RRK-EMRER)

PR73

Y04 XF X FFERGEICH SN D ZEEMMELIRIER
B O

Analyses of Osmo-sensitive locus in Arabidopsis thaliana

accessions

N HEN, FE RN, FEEX, BHIER, BE
WER, B BN, mH WIR, REE, KA E
B (EREBKR-/N\AA, BiffigE- - EEER SHERE
KT/ Lhtwyy—)

PR74
AVDLRZEOYOA XF X OIREFKFEICE T 2R
BEZBWCHRAY U ARZHEFEHEFDORZEDHH
A challenge to identify novel potassium deficiency response
regulators using natural variations in Arabidopsis root hair growth
during potassium deficiency
FE KRE TN X 1#E RC WEE— FEAKk-
RFEEWM-TITVY)

PR75
Y OA XF X FTBERBICE T 2 MRS ERIERAT

Analysis of natural variation in salt tolerance among Arabidopsis
thaliana accessions

RH B4, el #N2 OH WIAH, RE ¥ K
B EE (RREX-/N\AA4, 2AITK-1BHRI)
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PR76

VO XF X FREEREZEZE sloh2 DT
Analyses of sensitive to long term heat 2 (sloh2) mutant of
Arabidopsis thaliana

FEBE WA, WOE, M SAL ERE
BR2, #K S, TUH WA IRE ¥, AR EE
(RREX-N\AA, ZRREXT /Lty d—, 3HE
ReIGE)

PR77

VOAXF AT DREZ ML ABEICE T2 WALL-
ASSOCIATED KINASE 2 D f##fT

Functional analysis of WALL-ASSOCIATED KINASE 2 under

environmental stress conditions in Arabidopsis thaliana

BHEN, &6 L& (RRERK-RLEL, RN
ERK-SoET)

PR78

4-CPA FfcldT ¥ / —I)LOERIF, A ML ATICHIT 3

phyA ZREDIEYRR EERZRET B

Application of 4-CPA or Ethanol Enhances Plant Growth and Fruit

Setting of phyA Mutant under Heat Stress
@ EE', Riham Ahmed', Islam Abdellatif', /J\#k 3
BX', Martina Bianca Fuhmann-Aoyagi', B K##2, E
[REA23, = et (FURK-Braaitikmls, 2324
CSRS, SEMIZRERREYZAMITA, 4D < (FHEBEHE
YA/ R—Y 3 VIiREY Y )

PR79

FRHIREETE/\Y F7RT > T H 5 D small heat shock
protein 7R E O 7 &G T D BEER & OEEERT

Isolation and functional characterization of a small heat shock
protein homologous gene from the Antarctic moss Coscinodon

lawianus

AF N, TR, P E2 hF /Y, KR8 E
54 (AR -BREARE, i, SHITR- s,
K- RF)

PR80

FAIYVIL/ T4 SOOI EERICH T BIMEARANDHER
DEITORRICKITTHZEICDOWNT

The effect of vertical elongation of the aboveground parts of
Alternanthera philoxeroides on rooting at nodes

IR EE, NKRZEER, SHEZ (REX-RAEAR
F,EEX-BER)

$£3HEH 9R7H(H) BFER

PR81
YOAXFXFDERA L AMEZ R TEERED X
7 )= UREDORE
Screening for epimutants exhibiting heat stress resistance in
Arabidopsis thaliana
Wt BE AN RS (REZMRZERZE-R-T Y8
EMITZEDE)

PR82
YAA XFXFH5 R U EMHEEEGEF DIEYADISH
R
Application of salt tolerant genes identified from Arabidopsis to
crops
#BHEWIF, BEBER, FELAR, EHFWVWTH,
RAF—T, e B (RREX/N\AA, RS
BIEER)

PR83

RN T XRILF¥—t > — SnRK1 Z A/ U IciBEY e & B 1E
HTEIE S O B AT

Regulatory Mechanisms of Plant Immunity by Cellular Energy
Sensor SnRK1 in Arabidopsis

IE Bfe', #IE £5£1, Jie Linnan?, B EiN2, ZH
BRES, BT, AR NS, R RE (JeRBkR-&
f, b KB -, S|REHA- /N1 A)

PR84

e EERICIEDMIE T 2B R b L AIDEEE DT

Analysis of salt spray stress response in Arabidopsis
FEB—" N@EAN, #@H BAL mEH WTH, R
HF—", XaER (RREXK-/N\AA, "HREK-T
N RS

PR85
¥ 0O XF X HRHH R EEM MR IBEEK aod30,
aod31 DR
Analysis of Arabidopsis acquired osmotolerance defective 30 and 31
mutants
EARBX, BHE B, MHF WTA, KA F—, K
BER (RRER-/N\AA, ZRREXK-T/ Ltry—)
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PR86
A4 ZOMBERZIHEELFIC & 2R EHIEHEE DT

Functional analysis of sulfur deficiency responsive genes in
soybean

REEXR IREHE—EB IFE2 EeToH (RRE
UK - Feim B2 BAMT)

PR87

RESEMMES O X+ XF Berg-1 DET

Analysis of long-term heat tolerant Arabidopsis thaliana Berg-1
It 9 H EHIER HFWTH REF— KA
BIE (RREX/\A )

PR88

ERAEYMFZ Y FvEERIE ROV IT VEOMERNE
ERDRRMZ

Efficient production method of dihydroisocoumarins from

medicinal plant Hydrangenolmacrophylla var. thunbergii

ARG, SR BE KR8 REET BH
= (REEKX)

%l;

PR89

TN REABETFHEDN S DREMEME

Somatic embryogenesis in immature zygotic embryos of Picea

jezoensis
Al FIAET, NEF BT AN X, £HE. PH
TH?, # 8%, MER' (BIK-RE MG
Bt)

PR90
N R BREEFH S DRERTERIC & 1T BIEESRADOIRET
Investigations of culture conditions for somatic embryogenesis
from mature seeds of Abies sachalinensis
NEF #F, AL FAE, FHE TR? AN #X, f#
HER, ¥8%2 (BIK KRR HMRArEt)

PR91 [
INFEXFAIZADBZEMECE T 2EHEBOEINE

Effectiveness of organic acids in suppressing browning of

Dogwood callus

NHEFE", I —5%° SFEFR, K7 (855
BE-RETFEY, JREEF YWEIFH, SREKXH
R-MEEYRDE, ‘HESET-WEIFH)

$£3H8 9RA7H(H) BEFER

PR92

& U B1EY (Paulownia spp.) DEDEEI L ERZ T
Rz NMEEE UTcBAMESREORES

Examination of regeneration conditions from leaf-petiole

explants in Paulownia species
tE S NER-ER EHEE, ERIERY, &
A= (HRMEE-FMNAA, 252 U —=oO0—-NL
1/ R=2arveryd KA, SZR2ELUHTMER
BEMRZ, ‘FHEKR)

PR93

TPX 87 1 )L LNy 7"OKUDAKE" Z FAWN o 48
Physcomitrium patens O RIAERBEIEE R

Liquid Static Culture of the Moss Physcomitrium patens Using TPX
Film Bags "OKUDAKE"

B, RE R (MEK-BREYET, AaK-AYMET)

PR94

EYREERGREEICET c R T — RJL— RgHo
% & ST

Development and Evaluation of Safe Food-Grade Media for Plant

Cell-Based Food Production

WA BA, AtEEN FRIEK-REF)

PR95
BERITAE IC & 2 EYIEERRANDLEMENE

Fine humidity control for introducing target compounds into plant
cultured cells

PHEEZE (RILEXR-EYMER)

PR96

RS E Tz BWCEREYE AV N\FER7ILAOA
NEEEEDRIFER

Alkaloid production method from medicinal plant Lycoris radiata

using plant tissue culture

AEE B, FKEE R H5H KHER ARE
F. PR EE REEX)

PR97

EMERIEEZ AW EREY Y 5 5 BERANAERBD
DIEIEEEDFRRAR

Efficient production method for anticancer constituents from

medicinal plant Sophora flavescens using plant tissue culture

EBA%5E WwHEtk RH&kd, KEHER RBEET
PR R (REBEX)
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PR98

Brassicaceae FHEYIC & |+ 2 B3RS NER & RIFMEERED
RARERAT

Investigation Of Cell Fusion Efficiency In Relation To Phylogenetic

Distance Among Brassicaceae Species

M= ®E LEFRR RHBE =SB ER (\FaX-R)

PR99
D) VUKL & 2B ERIRMEY N\ DBEETTFEA
A Simple Method for Gene Introduction into Recalcitrant Plant
Species Using Syringe Infiltration
B K, A BEE, 0RO 8 I T
AR Y fK R EE AN, hHE R
(BHEX-EY, 2H1K-b-#RE-fintda, SRA-4E
REfT, 4= K-Be-ET)

PR100

TS VUETKGEEZRT AU TED TS —1EE
& IRX10 SEME( LIS D BR AT

Xylan Reducing End Sequence-Containing Oligosaccharides
Function as Priming Acceptors and Promote Elongation Efficiency
in Recombinant Arabidopsis and Setaria viridis IRX10

HARER, RAXRE, FHBCL KERE™ A
KES, AR R (IREXR-FRER, GAREX-FREXR
W, GIREXR- ALY, ‘SBHRE - IGCORE, SIIfEEX-
X))

PR101
MRAZEEZRIBREIE DIBIRIC A o HCALDH 3BRIFIRA XD
B & IR AT

Generation and characterization of HCALDH-overexpressing rice

for enhanced cell wall cross-linking

LA FF1", Ji Pingping, Pui Ying Lam Lydia2, 2 2
L MEE R, R RE (RK-EFH REX)

PR102

ARDIVTZVEBRICEST 2Ty A—E/RZO7 D1
HEfRIT 28T/ LiR&EA = DEH & f#fT

Laccase paralogs involved in lignin biosynthesis in rice: generation

and characterization of multiplex genome-edited mutants

EH N, FHEF, ULATH BF, =ZEX

=T, MUIER A2, RIEREETFS, HFE R R HBE
("RER-E7, MEER-EVEREE, SRBK %0
BT)

$£3HEH 9R7H(H) BFER

PR103

LSALN SBEF DT/ MREICE DIEHUL T SV b1 Vs
BERL Y XD

Analysis of allantoin hyperaccumulating lettuce produced by
genome editing of LsALN

HX B, Bt 07", Wik RasT FRIER %
H e, @l ®=8 LB, B0 B4 S #
— FHHE (HFX-RREZ MAZEHRHD-7
TUNRAA VG —F V5 —, SHER-FR/N\AALE
MRy — ‘EERIEMKERMREEYY—)

PR104

INLYYETSV/A704 REGHBREGTDO_E
T/ LREICE BT Y AABREEREDER

CRISPR/Cas9 double mutation of GA and BR synthase genes to

produce a super-dwarf morning-glory

N AR, T E, SBAEAL CHIR RS LR
B4 MEE e, = EKS, N\FEZ (HFKKT-
PRGEEF, ZXEK & SHMNK-E EEKER R
Bt - SE 4D RIT)

PR105

NIV AKEEERHEE L7 in planta Particle Bombardment
(iPBEIC KB DNA 7 U—DYVILALY / LRERDEFH
Development of a DNA- and callus culture-free sorghum genome
editing system using in planta particle bombardment (iPB) method

KEARX, 7Y B, fAlg&s2 SHEZ (260
PR - YR, 2h 35 -CNRRF)

PR106
BEERENRY Y —ZAWRTF NEIC LS5 /N OEK
GNAELR

Peptide-mediated chloroplast transformation using self-
replicating vector

EH BT, NRRERR SBEEER? (EMCSRS, 2R
KB LR
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PR107

7Y > F 7 (Euphorbia pulcherrima x Euphorbia
cornastra) ICESBETHE U % T-DNA YIBT X 1 = X L DfEAF
EEFREMEORBICRIT SRR TOREGIRRDHETL
Analysis of the T-DNA truncation mechanism frequently occurring
in 'Princettia’ (Euphorbia pulcherrima x Euphorbia cornastra) and
establishment of a transformation system in parental lines to
elucidate species specificity

PR, NF BT, &R DGR, X BEX, O
R EfCTF, K BEH, 0H BRe R B2 kN
R—2 KPEN (REFR-BrESmRE > hU—
727 =X () - FRFER)

PR108

EgAP2 BInF7 / LimEL— X b~ (Eustoma
grandiflorum) I & F BIRMEZ R U Ic \AELIE O S
Evaluation of Double-Flowered Traits with Fertility Maintenance in

Eustoma (Eustoma grandiflorum) Genome-Edited of EgAP2 Gene

Rt H, IR \ReF, REBLF R FEREF, £
B AT ER, RO AER AR FIEE3
B 14 HHE T, KFEFA (REK-REHER
BRI 223y, AV TS/ R=ya v X =
FrTIVTvY)

PR109
FIH) PCR EAW ALAFTEFERNOBEA KR NERE
BRBEFORHEER

Efficiency of detection for insertion or substitution mutants from
bulked wheat seeds by digital PCR

ME R, B, U RE RE LRSS NE
HF, AL 24 (D3 SDNAHT, 2RLK - HEHAT,
SRS - £, BRI -BiR)

PR110
BRI AAEETILEARE UTDXILT (Rhus chinensis) 2
BRI R DEE

Establishment of a transformation system of Rhus chinensis as a
research model for insect gall formation

ER AL, B A, AP EDL (REEK-RERRER)

$£3HE 9A7H(R) BEZ=

PR111

NSVRITZTT 4V TIEBITZ2EARDSTEARND Bt ¥
VIR EDBAT

Movement of insecticidal Bt protein in the transgrafted plants

R BEYR, RAR—K', WAE, ARTS, BR

¥, BEER (FTEX-KEZ XFREEX-RY
KRB, ERRK-EBETIREAEREY Y —)

PR112

¥/ LOEN—EEBRRICK 2040 XFXFHHAESR
Il DR G DIEER £

Nuclear Base Editing for Enhancing the Water Oxidation Activity of

Photosystem Il in Arabidopsis thaliana
SRR, BN E FEEAR (RK-FR 2R
R-Be-24E)

PR113
TIL—N) — DR BB ERR LICHIT e HFEERGD
®E
Optimization of co-cultivation conditions for enhancing
Agrobacterium-mediated transformation efficiency in blueberry
(Vaccinium spp.)
BRI EE, KRHFESL, IR XK, HE EXE CRE
R-BERF)

PR114

EANERF AFEEEEDRFIC P T e R ERET

Investigation of conditions for efficient transformation of eggplant
REBFEF, N\FFE MHE BFXK BBH
A, REEE BR IHNn, XHERE (ERH- /N0
AHDILD)

PR115

SHELEEY/ LAREAOY DA TEREMOBEEESR
B> D

Development of artificial ripening methods and metabolic profiling
of volatiles in a long shelf-life melon

AT R, AR EAE, BT BN, Bl B B
FESFS CTH R SHuD (RUHER LY 2R
&R - DA, YTV ISATHA IV RA(KR), 4R
WK - ERER)
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PR116

AtSCPL44 7O E—5 —HlfEl T D GA2-oxidase :BLF DF
REBECEEDOHZFET 3

Expression of the GA2-oxidase gene under the control of AtSCPL44

promoter induces only dwarf traits
I EEE hHE A8 ELR (R RAER
W, HURA-R)

PR117
AFITF7LILT Y Fraa 1.01 D/ v 7 77 MEEDRNT

Knockout of major allergen Fra a 1.01 in strawberry

R B3, HEfmRF, AF B& KB EH, 8
A g, BE BT AE XK L BT, FHE

—1 (HFX-RRDR HFX-RER SHFX- L/
AATLERE LY T —, *REPK-FRRF)

PR118

KIRET / LeZZEY — )L Type |-D CRISPR-Cas(TiD) DH#H
EHEADINA

Application of a large-scale genome modification tool Type I-D
CRISPR-Cas (TiD) in microalgae

N 8, &Ek SN, MM Efe, FIER a2, AR
#HETF (RRBZEXN-EHET, BEAB HRER
ET)

PR119

YAA XFZXHICHIF B DNA X F I LIRERKIT DN AN

m_ElcmEF 72BN D #H

Developing a DNA Methylation Editing Technology in Arabidopsis
FH k', thE BF2 AW EE, BN &m0 BE
i (BEX-EGRE. MUK 2Tk - SEiiit
RREE, BEARR ARERRIA-BRL)

PR120
YOAXFTZXFICEVWTEEIC DNA X FILEETnTW3
PAI B{LF D DNA Bt X F)LAE DA
DNA demethylation of the hyper methylated PA/ gene in
Arabidopsis by epigenome editing
128 ', TH Bt HE BT BN EM AW
BEE, BEFR (BEEX-RE BEX-EZGRZ
SRR EIRM, RERBIK-BRI)

$£3HEH 9R7H(H) BFER

PR121

CRISPR-dCas9 BESEIE L Y AT LI L 2 ERIEY DB
KBAERDEE

Development of efficient regeneration system for resource crops
by transcriptional activation using CRISPR-dCas9

R R, REOE TR SEE, AT ER, SR a2,
B HEF (RRBZEKRE- £HET, BEAE- 1t
REXEET)

PR122

TPCUTOBE TREZBEGEULCAKETZ XY ZR
WctEME D RELIE

Surface treatment of plant leaves using atmospheric plasma with
precise temperature control accurate within 1K

28R, KF RE, N\FE KRS W)l @\ice, e

& (RABZK KK, TEXNREES)

PR123
FREYMARZBE L E -7 BEEMORR
Development of liverwort cultivation technology for new crop
utilization
1t B, ®)l &2, 5% ¥ KA ER, aiEA
B4 TN ER, FEE, L EBETF (MR X-RE
T, AARK-AYBIZE SHEK RABRERRER,
ARRR-BEER, SAIIRIIK-EYERIZEN)

PR124

NI TVAT 7 —IBERABEELGTFOEAICK BAENE
ERENT 7' O/NT T U D LBREEDESE

Establishment of an Antibiotic-Free Agrobacterium Elimination
Method Using Antimicrobial Genes Derived from Bacteriophages

FMENEE 1812, e XF/2 BEF XK (REX-BAlE
BT -4k, EERENREMER- /1A HDDLD)

PR125

ERE-SNIOAVRUTPT/ LBENBI VY LEREA
B & ZERRAA Y N R AR D B
Plant-organelle-genome-specific Random Mutagenesis and
Isolation of Plastid Genome Mutants

R T, RA ERE, hE -2 B RR, FE
HE, ®EE, BNE- (RRX-RERFEGRZ,
RBAKE, PREBZER-BEMET)
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PR126

NN FIABBEYMOTRBICEF DTV RIY T h—Lf#
WICL DT Y b7 Z v E SRR FORER

Exploring regulatory factors of anthocyanin biosynthesis in tepals

of Tricyrtis sp. by transcriptome analysis

MREKR TFE KD EL GFRX-RRAER)

PR127

SRscore: BBID N5V R )T~ — LT —4% Z BRI A
YEBITLU CEGTFOA N L AREEZEELT SR/
-y

SRscore: an R package for quantifying gene stress responsiveness

across multiple transcriptome data using meta-analysis

BEBEN!, &85 FE"? (REFA-REGRE, 32
Wt - EERM S AER)

PR128

Pestalotiopsis EFGRICK §%/85 T L/ FOIHRIEERT
ZRET 2RHDT/ LT A RKEERFENT

Genome-Wide Association Analysis of Resistance to Pestalotiopsis
Fall Disease in Hevea brasiliensis

KB I, Oktavia Fetrina?, ZEIL BAF3, A IEA'S,
WH 4, BHE BT (BB IRKRE, 21 Ry
7 T LMERT, SEERFCSRS, “EETMIIAY)

PR129

ARDRTVRI U Th—LT—FZRWc X TREITICEL
BE—RIVPEHDOA ML RICIGES 2 ERTFEHOAE
Identification of Rice Genes Responsive to Single and Multiple
Stresses through Meta-Analysis of Transcriptome Data

AMRRX, BHE BN, B8 HE"? (REEX-RE
miRiE, RN B A AE)

PR130

BE{LRIREFT CSRS LB T 2EW/NNA ATV / OY—HFK
EXETBAIRO—LBITTZ Y ~ 74— 2025
Metabolomics platform 2025 supporting plant biotechnology
research at RIKEN CSRS

HRER HEEKR N ELCF IVWRE, E4ARRE

N, EBEDE, B #E, TMesET LA 2Z FH
B3 (FEFFCSRS)

$£3HE 9A7H(R) BEZ=

PR131

BEYRILEY OBRE - /N1 RI—Ty NIMTEETZ Y
h7t—L

Comprehensive and high-throughput phytohormone

quantification analysis

NS RS T, I ETF, fibR132 (EEMICSRS, *4&

HEX BEEGRT)

PR132
RILAR=)L- TR T IUC WO/ AREHEY S v b O
7 7B 2 BEEY

Accumulation pattern of phorbol esters in a biofuel crop Jatropha

curcas

il &R, 15 e, dbR E3 REF AN BHA R
34 (SEUKRE - FgtiE, 2REUK- &IER, SHEUK-
= AREUKEE - EE)

PR133

EY U E—JICE T BEBEMIER/ A ARRMEY Y v ~ O
7 7 DERTERE

Flowering Characteristics of the Drought-Tolerant Biofuel Plant
Jatropha curcas in Mozambique

A& BAKY, Jose Aiuba®, {EEE I£23, Yogendra Kumar
Tripathi3, &HE3 AR (BECKET- &R, 2Agro-
negécio para o Desenvolvimento de Mocambique, 3H

ENERYSY)

PR134

2025 FE DB BRC [ & 1T 2EYIEEMI Y Y — X DIX
& REt-nEEE

FY2025 Activities for the Collection, Distribution, and Quality
Control of Plant Cell Resources at RIKEN BRC

AR5, BIRBEmE BEE BFAMET, MHEF
B HART BEST )IB R (EH-BRO
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RRRTEAR | KAER WFAEATR REHRM)

LIRUERE, FULER, SAMAE, K KB KRTE, FHIiE— NLUEFE IR)IIER, SH507F
GEAZAER EFHRE)
KEETES \
— AlBARE, HERIEN, BHES, FEIEA STERK WFERZEAER E¥HER)
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FARE—ER BERZAEE RIS/ R—Y 3 YRR
+TREM, ILHEKRZ, THERE EFERNAZ)
mELZE - BiE

AREZHET BICHID, TELOEE - BEDERKICEE, CHAZBO L
CZICRERZBHL, DLDMEILBLLEITEY.
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